Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.049; wR factor = 0.146; data-to-parameter ratio = 12.7.
Experimental
Crystal data C 15 H 16 N 2 O 2 M r = 256.30 Orthorhombic, P2 1 2 1 2 1 a = 7.0988 (1) Å b = 11.7166 (2) Å c = 15.6592 (3) Å V = 1302.44 (4) Å 3 Z = 4 Mo K radiation = 0.09 mm À1 T = 193 K 0.30 Â 0.30 Â 0.20 mm
Data collection
Bruker APEXII diffractometer Absorption correction: none 20329 measured reflections 2263 independent reflections 1900 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.049 wR(F 2 ) = 0.146 S = 1.04 2263 reflections 178 parameters 15 restraints H-atom parameters constrained Á max = 0.53 e Å À3 Á min = À0.30 e Å À3 Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2009). Fig. 1 1.504 (7) C14-H14 0.9500 C9-C10 1.510 (7) C15-H15A 0.9500 C9-H9A 0.9900 C15-H15B 0.9500 C9-H9B 0.9900 C1-N1-C4 124.17 (18) C11-C10-H10A 110.9 C1-N1-C13 116.5 (2) C9-C10-H10A 110.9 C4-N1-C13 118.9 (2) C11-C10-H10B 110.9 C2-N2-C9 122.70 (18) C9-C10-H10B 110.9 C2-N2-C12 124.44 (18) H10A-C10-H10B 108.9 C9-N2-C12 112.27 (18) C10-C11-C12 100.3 (12) O1-C1-N1 121.5 (2) C10-C11-H11A 111.7 O1-C1-C12 123.5 (2) C12-C11-H11A 111.7 N1-C1-C12 115.02 (19) C10-C11-H11B 111.7 O2-C2-N2 122.0 (2) C12-C11-H11B 111.7
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